TAIR Software

TAIR Software at github

Some TAIR software available as open source from github; see the TAIR licensing page for information about TAIR software and data licensing.

For more information, contact info@phoenixbioinformatics.org.

Useful Perl Scripts

Miscellaneous Perl scripts used at TAIR.

Name Code Documentation Description
fastaFileCheck. = Source  POD A Perl program that checks the integrity of fasta files. Latest version (2.1) works on both proteins and DNA files!
pl
commFasta.pl Source | POD A Perl program that compares two fasta files and prints out fasta formatted file of the corresponding and different

sequences.
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