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Functional Analysis Tools for Post-Translational Modifications

Description Database of post translational modifications (PTMS) for Arabidopsis proteins including quantitative phosphorylation data, ubiquitylation, 
glycosylation,acetylation and others.Search by proteins, modification and co PTM networks.

Maintained 
by

Ian Wallace, University of Nevada

https://bioinformatics.cse.unr.edu/fat-ptm
https://www.unr.edu/molecular-biosciences/faculty/ian-wallace
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